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Figure 10-1 Overview of transcriptional regulation in prokaryotes and eukaryotes. In prokaryote
RNA polymerase can usually begin transcription unless a repressor protein blocks it, whereas
in eukaryotes, the packaging of DNA with nucleosomes prevents transcription unless other
regulatory proteins are present to nudge nucleosomes aside from key binding sites.
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Regulacién en Procariontes y Eucariontes
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Elementos que actdan en “CIS” o en “TRANS”
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Figure 7-41. Molecular Biology of the Cell, 4th Edition.
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Las proteinas reguladoras (factores de transcripcién especificos)

reconocen secuencias en el DNA y son modulares
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Regulacién de la transcripcién en procariontes
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Operdn Lac: expresién INDUCIBLE
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El operén Lac se expresa mucho cuando hay lactosa y NO hay glucosa
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Operon TRP: expresién REPRIMIBLE
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La genética del Operén Lac — experimentos Jacob y Monod



